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I AnBogen Al Drug Discovery Platform

Lead Optimization Virtual Single-Cell Analysis

Affinity Prediction &
Screening

Utilizing advanced deep learning
for rapid protein-ligand affinity
prediction and efficient screening.
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Protein-Ligand  High-Throughput
Affinity Screening

ADMET & Druglikeness
Assessments

Accurately predict molecular
properties to reduce risk and
enhance druglikeness.

Drug-Likeness Assessment

Combining generative Al with
molecular dynamics (MD)
simulation for precise lead
compound optimization.
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Al-Powered & MD-Guided
Lead Optimization

Predicting single-cell gene
expression changes and
translating them into biological
pathway insights.
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